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Bacteriology / Mycology

OCCURRENCE OF TALAROMYCES MARNEFFEI IN WILD
MAMMALS IN PORTUGAL

Ana Cristina Matos'#, Daniela Alves®, Sofia Saraiva®, Luis Figueira', Ana Sofia Seares*, Manuela Matas®, Ana Claudia Coelho®
‘Polytechnic Institite of Castelo Branco, Sehool of Agriculturs, Castelo Branco, Portugal; ORursl - Duality of Life in the Rural World -
Research UnitPolytechnic institute of Castela Granco, Castelo Brance, Portugal

“Research Center for Natwral Resources, Environment and Society (CERNAS), Palyrechnic institute of Castelo Branco, Av. Pedro Alvares
Cabral, Castele Branco, Portugs!

-“Department of Veterinary Sciences, University of Tras-os-Montes g Alte Doura

*Centre for the Research and Technalogy of Agro=-Envirorsmental and Siological Sclences (CITAS), Univarsity of Trés-os-Montes and Afto
Doure, Vilz Real, Portugal

"Department of Genetics and Biotechnology, Universidade de Tras-os-Montes £ Alte Doure, Portugs!; BiolS) - Siosystems & Intagrative
Scignces insriture, Faculdsde de Cidncias, Uiniversidade de Lishos, Lishoa, Fortugal

fDepartment of Veterinary Sciences, University of Trés-os-Mortes e Aito Dours (UTAD), Animal and Veterinary Sclence Center, Vila Real
Poarrugal

OBJECTIVES: Talaremyces marneffei is a thermally dimerphic fungus that is endemic in some parts of Asia causing a fatal systemic
myeasis in immunecampramized patients [1]. The aim of this study was to evaluate the occurrence of T. marmeffei in the fur of wild
mammals in Portugal.

MATERIAL AND METHODS: A conwvenience sample of fur of 107 wild animals, 51 Red foxes (Vulpes vulpes). 5 Besch martens (Martes
faina), 6 Eurasian otters (Lutra lutra), 3 European badger (Meles meles), 3 Comman genet {Genetta genstta), 19 Egyptizn mongooses
(Herpestes ichneumon), 2 Hedgehog (Erinaceus aurapaeus), 7 Wild boar {Sus scrofa), 4 Rabbits (Oryctolagus cuniculus) and 1 Brown hare
{Lepus suropseus), were examined The samples were inoculated in Potato Dextrose Agar medium and Sabouraud Dextrose Agar medium
and incubated at 25°C and 37°C for 3-7 days. After DNA extraction a Mested PCR, wsing primers designed to identify T. mameffei 185
FOMA gene sequence, was performed. Automared DNA sequencing of the PCR products was done using the Applied Biosystems 3730x]

DMA Analyzer.
RESULTS: Talaromyces marneffei were identified in culture from & wild mammals. The Nested PCR results show positive identification

with the amglification of an approximately 400-bp fragment, confirming the T. mameffei identification in 1/1 Brown hare), /5 Beech
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